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Figure 5. Activation of mammalian target of rapamycin signaling pathway by NSUN4 promotes HCC tumor progression in mice in vivo. (A)
Volume change curves of different groups of mice. (B). Changes in the mass of mice in different groups. (C) WB detected the expression
levels of mTOR signaling pathway-related proteins (NSUN4, mTOR, p-mTOR, and p-S6Ser235/236) in different groups. The symbol * means
the comparison with the oe-NC group and the symbol # means the comparison with the oe-NSUN4 group. *P < .05, **P < .01,****P < .0001,

#P < .05, ##P < .01.

we revealed that NSUN4 could influence the migration,
proliferation, and invasion of HCC by triggering the mTOR
pathway. Therefore, the above experimental results
confirmed the innovation of our study.

In summary, the project for the first time demonstrated
the biological functions of NSUN4 through cell experi-
ments and explained the influence of NSUN4 on HCC
malignant progression by targeting mTOR, proffering a
theoretical foundation for HCC clinical detection and
treatment. However, there are still some limitations in
our study. We only demonstrated it at the cellular level,
lacking actual clinical studies to support it, and we failed
to explore the potential regulatory mechanisms by which
NSUN4 targets and affects the mTOR pathway, as well
as the potential molecular mechanisms by which mTOR
affects HCC, which is our ongoing subject. In a word, our
study can shed new light on HCC treatment.
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Supplementary Figure 1. NSUN4 facilitates the malignant progression of HCC. A. gRT-PCR detected the transfection efficiency. B. WB
detected the transfection efficiency. C. CCK-8 detected the OD value of cells. D. Colony formation assay assessed the proliferation of cells.
E. Wound healing assay measured the migration of cells. F. Transwell experiments detected the migration and invasion of cells. G. Flow
cytometry analyzed the cell cycle. The symbol # means the comparison with the si-NC group. ## indicates P < 0.01, ### indicates P < 0.001,
#### indicates P < 0.0001.



